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<210> 1 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for IKK- alpha 

<400> 1 

ccgacttcag cagaacatga 20 



<210> 2 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for IKK-alpha 

<400> 2 

tggggacagt gaacaagtga 20 



<210> 3 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for IKK-beta 

<400> 3 

aaccagcatc cagattgacc 20 



<210> 4 

<211> 20 

<212> DNA 

<213> Artificial 



1 



<220> 

<223> primer for IKK-beta 
<400> 4 

ctctaggtcg tccagcgttc 



<210> 5 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for IKK-gamma 

<400> 5 

cctcactccc tgtgaagctc 



<210> 6 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for IKK-gamma 

<400> 6 

gagactcttc gcccagtacg 



<210> 7 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for IkB-alpha 

<400> 7 

gcaaaatcct gacctggtgt 



<210> 8 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for IkB-alpha 

<400> 8 

gctcgtcctc tgtgaactcc 



<210> 9 
<211> 30 
<212> DNA 



<213> Artificial 
<220> 

<223> primer for p53 
<400> 9 

atttgatgct gtccccggac gatattgaac 



<210> 10 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for p53 

<400> 10 

accctttttg gacttcaggt ggctggagtg 



<210> 11 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for p73 -alpha 

<400> 11 

ccgggagaac tttgagatcc 



<210> 12 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for p73 -alpha 

<400> 12 

atcttcaggg cccccaggtc 



<210> 13 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for p21WAFl 

<400> 13 

ccgggagaac tttgagatcc 



<210> 14 
<211> 20 



<212> DNA 

<213> Artificial 

<220> 

<223> primer for p21WAFl 
<400> 14 

atcttcaggg cccccaggtc 



<210> 15 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for Bax 

<400> 15 

tttgcttcag ggtttcatcc 



<210> 16 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for Bax 

<400> 16 

cagttgaagt tgccgtcaga 



<210> 17 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for GAPDH 

<400> 17 

acctgacctg ccgtctagaa 



<210> 18 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for GAPDH 

<400> 18 

tccaccaccc tgttgctgta 



<210> 19 



<211> 31 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for IKK-alpha 

<400> 19 

ccggaattcg agcggccccc ggggctgcgg c 31 



<210> 20 

<211> 45 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for IKK-alpha 

<400> 20 

ccgctcgagc ggtcattctg ctaaccaact ccaatcaaga ctcat 45 



<210> 21 

<211> 51 

<212> DNA 

<213> Artificial 



<220> 

<223> primer for IKK-alpha (K4 4 A) 
<400> 21 

gcgtcttgtc gtttagagct aagttccaaa aacagagagc gatggtgcca t 51 



<210> 22 

<211> 51 

<212> DNA 

<213> Artificial 

<220> 

<223> primer for IKK-alpha (K4 4 A) 

<400> 22 

aattgctatt ttgagatcaa gttcccggtg ctggtacaga ctgacgttcc c 51 



<210> 23 

<211> 3579 

<212> DNA 

<213> Homo sapiens 

<400> 23 

cacgcgtccg cgagaaggag gactcgcaag cctcggcggc ccggaaccgg cctcggactg 60 

tcgacggaac ctgaggccgc ttgccctccc gccccatgga gcggcccccg gggctgcggc 120 

cgggcgcggg cgggccctgg gagatgcggg agcggctggg caccggcggc ttcgggaacg 180 
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tctgtctgta 


ccagcatcgg 


gaacttgatc 


tcaaaatagc 


aattaagtct 


tgtcgcctag 


240 


agctaagtac 


caaaaacaga 


gaacgatggt 


gccatgaaat 


ccagattatg 


aagaagttga 


300 


accatgccaa 


tgttgtaaag 


gcctgtgatg 


ttcctgaaga 


attgaatatt 


ttgattcatg 


360 


atgtgcctct 


tctagcaatg 


gaatactgtt 


ctggaggaga 


tctccgaaag 


ctgctcaaca 


420 


aaccagaaaa 


ttgttgtgga 


cttaaagaaa 


gccagatact 


ttctttacta 


agtgatatag 


480 


ggtctgggat 


tcgatatttg 


catgaaaaca 


aaattataca 


tcgagatcta 


aaacctgaaa 


540 


acatagttct 


tcaggatgtt 


ggtggaaaga 


taatacataa 


aataattgat 


ctgggatatg 


600 


ccaaagatgt 


tgatcaagga 


agtctgtgta 


catcttttgt 


gggaacactg 


cagtatctgg 


660 


ccccagagct 


ctttgagaat 


aagccttaca 


cagccactgt 


tgattattgg 


agctttggga 


720 


ccatggtatt 


tgaatgtatt 


gctggatata 


ggcctttttt 


gcatcatctg 


cagccattta 


780 


cctggcatga 


gaagattaag 


aagaaggatc 


caaagtgtat 


atttgcatgt 


gaagagatgt 


840 


caggagaagt 


tcggtttagt 


agccatttac 


ctcaaccaaa 


tagcctttgt 


agtttaatag 


900 


tagaacccat 


ggaaaactgg 


ctacagttga 


tgttgaattg 


ggaccctcag 


cagagaggag 


960 


gacctgttga 


ccttactttg 


aagcagccaa 


gatgttttgt 


attaatggat 


cacattttga 


1020 


atttgaagat 


agtacacatc 


ctaaatatga 


cttctgcaaa 


gataatttct 


tttctgttac 


1080 


cacctgatga 


aagtcttcat 


tcactacagt 


ctcgtattga 


gcgtgaaact 


ggaataaata 


1140 


ctggttctca 


agaacttctt 


tcagagacag 


gaatttctct 


ggatcctcgg 


aaaccagcct 


1200 


ctcaatgtgt 


tctagatgga 


gttagaggct 


gtgatagcta 


tatggtttat 


ttgtttgata 


1260 


aaagtaaaac 


tgtatatgaa 


gggccatttg 


cttccagaag 


tttatctgat 


tgtgtaaatt 


1320 


atattgtaca 


ggacagcaaa 


atacagcttc 


caattataca 


gctgcgtaaa 


gtgtgggctg 


1380 


aagcagtgca 


ctatgtgtct 


ggactaaaag 


aagactatag 


caggctcttt 


cagggacaaa 


1440 


gggcagcaat 


gttaagtctt 


cttagatata 


atgctaactt 


aacaaaaatg 


aagaacactt 


1500 


tgatctcagc 


atcacaacaa 


ctgaaagcta 


aattggagtt 


ttttcacaaa 


agcattcagc 


1560 


ttgacttgga 


gagatacagc 


gagcagatga 


cgtatgggat 


atcttcagaa 


aaaatgctaa 


1620 


aagcatggaa 


agaaatggaa 


gaaaaggcca 


tccactatgc 


tgaggttggt 


gtcattggat 


1680 


acctggagga 


tcagattatg 


tctttgcatg 


ctgaaatcat 


ggagctacag 


aagagcccct 


1740 


atggaagacg 


tcagggagac 


ttgatggaat 


ctctggaaca 


gcgtgccatt 


gatctatata 


1800 


agcagttaaa 


acacagacct 


tcagatcact 


cctacagtga 


cagcacagag 


atggtgaaaa 


1860 


tcattgtgca 


cactgtgcag 


agtcaggacc 


gtgtgctcaa 


ggagctgttt 


ggtcatttga 


1920 


gcaagttgtt 


gggctgtaag 


cagaagatta 


ttgatctact 


ccctaaggtg 


gaagtggccc 


1980 
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tcagtaatat 


caaagaagct 


gacaatactg 


tcatgttcat 


gcagggaaaa 


aggcagaaag 


2040 


aaatatggca 


tctccttaaa 


attgcctgta 


cacagagttc 


tgcccggtcc 


cttgtaggat 


2100 


ccagtctaga 


aggtgcagta 


acccctcaga 


catcagcatg 


gctgcccccg 


acttcagcag 


2160 


aacatgatca 


ttctctgtca 


tgtgtggtaa 


ctcctcaaga 


tggggagact 


tcagcacaaa 


2220 


tgatagaaga 


aaatttgaac 


tgccttggcc 


atttaagcac 


tattattcat 


gaggcaaatg 


2280 


aggaacaggg 


caatagtatg 


atgaatcttg 


attggagttg 


gttaacagaa 


tgagttgtca 


2340 


cttgttcact 


gtccccaaac 


ctatggaagt 


tgttgctata 


catgttggaa 


atgtgttttt 


2400 


cccccatgaa 


accattcttc 


agacatcagt 


caatggaaga 


aatggctatg 


aacagaaact 


2460 


acatttctac 


tatgatcaga 


agaacatgat 


tttacaagta 


taacagtttt 


gagtaattca 


2520 


agcctctaaa 


cagacaggaa 


tttagaaaaa 


gtcaatgtac 


ttgtttgaat 


atttgtttta 


2580 


ataccacagc 


tatttagaag 


catcatcacg 


acacatttgc 


cttcagtctt 


ggtaaaacat 


2640 


tacttattta 


actgattaaa 


aataccttct 


atgtattagt 


gtcaactttt 


aacttttggg 


2700 


cgtaagacaa 


agtgtagttt 


tgtatacaga 


gaagaaaacc 


tcaagtaata 


ggcattttaa 


2760 


gtaaaagtct 


acctgtgttt 


ttttctaaaa 


aggctgctca 


caagttctat 


ttcttgaaga 


2820 


ataaattcta 


cctccttgtg 


ttgcactgaa 


caggttctct 


tcctggcatc 


ataaggagtt 


2880 


ggtgtaatca 


ttttaaattc 


cactgaaaat 


ttaacagtat 


ccccttctca 


tcgaagggat 


2940 


tgtgtatctg 


tgcttctaat 


attagttggc 


tttcataaat 


catgttgttg 


tgtgtatatg 


3000 


tatttaagat 


gtacatttaa 


taatatcaaa 


gagaagatgc 


ctgttaattt 


ataatgtatt 


3060 


tgaaaattac 


atgttttttc 


atttgtaaaa 


atgagtcatt 


tgtttaaaca 


atctttcatg 


3120 


tcttgtcata 


caaatttata 


aaggtctgca 


ctcctttatc 


tgtaattgta 


attccaaaat 


3180 


ccaaaaagct 


ctgaaaacaa 


ggtttccata 


agcttggtga 


caaaattcat 


ttgcttgcaa 


3240 


tctaatctga 


actgaccttg 


aatcttttta 


tcccatttag 


tgtgaatatt 


cctttatttt 


3300 


QctQct toat 


cf a. t Qd. Q a. Qcr cf 
%j y 3 3 ^ 


acrcfcrc tcfc tcf 


ccacacrac tcf 




taattaatQt 


3360 


agtatggtat 


atgcacaaaa 


ctacttttct 


aaaatctaaa 


atttcataat 


tctgaaacaa 


3420 


cttgccccaa 


gggtttcaga 


gaaaggactg 


tggacctcta 


tcatctgcta 


agtaatttag 


3480 


aagatattat 


ttgtcttaaa 


aaatgtgaaa 


tgcttttata 


ttctaatagt 


ttttcacttt 


3540 


gtgtattaaa 


tggtttttaa 


attaaaaaaa 


aaaaaaaaa 






3579 



<210> 24 
<211> 745 
<212> PRT 
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<213> Homo sapiens 
<400> 24 



Met Glu Arg Pro Pro Gly Leu Arg Pro Gly Ala Gly Gly Pro Trp Glu 
15 10 15 



Met Arg Glu Arg Leu Gly Thr Gly Gly Phe Gly Asn Val Cys Leu Tyr 
20 25 30 



Gin His Arg Glu Leu Asp Leu Lys lie Ala lie Lys Ser Cys Arg Leu 
35 40 45 



Glu Leu Ser Thr Lys Asn Arg Glu Arg Trp Cys His Glu lie Gin lie 
50 55 60 



Met Lys Lys Leu Asn His Ala Asn Val Val Lys Ala Cys Asp Val Pro 
65 70 75 80 



Glu Glu Leu Asn lie Leu lie His Asp Val Pro Leu Leu Ala Met Glu 
85 90 95 



Tyr Cys Ser Gly Gly Asp Leu Arg Lys Leu Leu Asn Lys Pro Glu Asn 
100 105 110 



Cys Cys Gly Leu Lys Glu Ser Gin lie Leu Ser Leu Leu Ser Asp lie 
115 120 125 



Gly Ser Gly lie Arg Tyr Leu His Glu Asn Lys lie lie His Arg Asp 
130 135 140 



Leu Lys Pro Glu Asn lie Val Leu Gin Asp Val Gly Gly Lys lie lie 
145 150 155 160 



His Lys lie lie Asp Leu Gly Tyr Ala Lys Asp Val Asp Gin Gly Ser 
165 170 175 



Leu Cys Thr Ser Phe Val Gly Thr Leu Gin Tyr Leu Ala Pro Glu Leu 
180 185 190 



Phe Glu Asn Lys Pro Tyr Thr Ala Thr Val Asp Tyr Trp Ser Phe Gly 
195 200 205 



Thr Met Val Phe Glu Cys lie Ala Gly Tyr Arg Pro Phe Leu His His 
210 215 220 
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Leu Gin Pro Phe Thr Trp His Glu Lys lie Lys Lys Lys Asp Pro Lys 
225 230 235 240 



Cys lie Phe Ala Cys Glu Glu Met Ser Gly Glu Val Arg Phe Ser Ser 
245 250 255 



His Leu Pro Gin Pro Asn Ser Leu Cys Ser Leu lie Val Glu Pro Met 
260 265 270 



Glu Asn Trp Leu Gin Leu Met Leu Asn Trp Asp Pro Gin Gin Arg Gly 

275 280 285 



Gly Pro Val Asp Leu Thr Leu Lys Gin Pro Arg Cys Phe Val Leu Met 
290 295 300 



Asp His lie Leu Asn Leu Lys lie Val His lie Leu Asn Met Thr Ser 
305 310 315 320 



Ala Lys lie lie Ser Phe Leu Leu Pro Pro Asp Glu Ser Leu His Ser 
325 330 335 



Leu Gin Ser Arg lie Glu Arg Glu Thr Gly lie Asn Thr Gly Ser Gin 
340 345 350 



Glu Leu Leu Ser Glu Thr Gly lie Ser Leu Asp Pro Arg Lys Pro Ala 
355 360 365 



Ser Gin Cys Val Leu Asp Gly Val Arg Gly Cys Asp Ser Tyr Met Val 
370 375 380 



Tyr Leu Phe Asp Lys Ser Lys Thr Val Tyr Glu Gly Pro Phe Ala Ser 
385 390 395 400 



Arg Ser Leu Ser Asp Cys Val Asn Tyr He Val Gin Asp Ser Lys He 
405 410 415 



Gin Leu Pro He He Gin Leu Arg Lys Val Trp Ala Glu Ala Val His 
420 425 430 



Tyr Val Ser Gly Leu Lys Glu Asp Tyr Ser Arg Leu Phe Gin Gly Gin 
435 440 445 



Arg Ala Ala Met Leu Ser Leu Leu Arg Tyr Asn Ala Asn Leu Thr Lys 
450 455 460 
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Met Lys Asn Thr Leu lie Ser Ala Ser Gin Gin Leu Lys Ala Lys Leu 
465 470 475 480 



Glu Phe Phe His Lys Ser lie Gin Leu Asp Leu Glu Arg Tyr Ser Glu 
485 490 495 



Gin Met Thr Tyr Gly lie Ser Ser Glu Lys Met Leu Lys Ala Trp Lys 
500 505 510 



Glu Met Glu Glu Lys Ala lie His Tyr Ala Glu Val Gly Val He Gly 
515 520 525 



Tyr Leu Glu Asp Gin He Met Ser Leu His Ala Glu He Met Glu Leu 
530 535 540 



Gin Lys Ser Pro Tyr Gly Arg Arg Gin Gly Asp Leu Met Glu Ser Leu 
545 550 555 560 



Glu Gin Arg Ala He Asp Leu Tyr Lys Gin Leu Lys His Arg Pro Ser 
565 570 575 



Asp His Ser Tyr Ser Asp Ser Thr Glu Met Val Lys He He Val His 
580 585 590 



Thr Val Gin Ser Gin Asp Arg Val Leu Lys Glu Leu Phe Gly His Leu 
595 600 605 



Ser Lys Leu Leu Gly Cys Lys Gin Lys He He Asp Leu Leu Pro Lys 
610 615 620 



Val Glu Val Ala Leu Ser Asn He Lys Glu Ala Asp Asn Thr Val Met 
625 630 635 640 



Phe Met Gin Gly Lys Arg Gin Lys Glu He Trp His Leu Leu Lys He 
645 650 655 



Ala Cys Thr Gin Ser Ser Ala Arg Ser Leu Val Gly Ser Ser Leu Glu 
660 665 670 



Gly Ala Val Thr Pro Gin Thr Ser Ala Trp Leu Pro Pro Thr Ser Ala 

675 680 685 



Glu His Asp His Ser Leu Ser Cys Val Val Thr Pro Gin Asp Gly Glu 



690 



695 



700 



THt SeT Ala 
705 


Gin 


Met 


He Glu Glu Asn Leu Asn Cys Leu Gly His 
710 715 


Ser Thr lie 


He 


His 
725 


Glu Ala Asn Glu Glu Gin Gly Asn 
730 


Ser 


Met 
735 


Asn Leu Asp 


Trp 
740 


Ser 


Trp Leu Thr Glu 
745 






<210> 25 
<211> 745 
<212> PRT 
<213> Artificial 








<220> 

<223> IKK-alpha(K44A) 






<400> 25 












Met Glu Arg 
1 


Pro 


Pro 
5 


Gly Leu Arg Pro Gly Ala Gly Gly 
10 


Pro 


Trp 
15 


Met Arg Glu 


Arg 
20 


Leu 


Gly Thr Gly Gly Phe Gly Asn Val 
25 


Cys 
30 


Leu 


Gin His Arg 
35 


Glu 


Leu 


Asp Leu Lys He Ala He Ala Ser 
40 45 


Cys 


Arg 


Glu Leu Ser 
50 


Thr 


Lys 


Asn Arg Glu Arg Trp Cys His Glu 
55 60 


He 


Gin 


Met Lys Lys 
65 


Leu 


Asn 


His Ala Asn Val Val Lys Ala Cys Asp Val 
70 75 


Glu Glu Leu 


Asn 


He 
85 


Leu He His Asp Val Pro Leu Leu 
90 


Ala 


Met 
95 


Tyr Cys Ser 


Gly 
100 


Gly 


Asp Leu Arg Lys Leu Leu Asn Lys 
105 


Pro 
110 


Glu 


Cys Cys Gly 
115 


Leu 


Lys 


Glu Ser Gin He Leu Ser Leu Leu 
120 125 


Ser 


Asp 


Gly Ser Gly 


He 


Arg 


Tyr Leu His Glu Asn Lys He He 


His 


Arg 



720 



80 



130 



135 



140 
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Leu Lys Pro Glu Asn lie Val Leu Gin Asp Val Gly Gly Lys lie lie 
145 150 155 160 



His Lys lie lie Asp Leu Gly Tyr Ala Lys Asp Val Asp Gin Gly Ser 
165 170 175 



Leu Cys Thr Ser Phe Val Gly Thr Leu Gin Tyr Leu Ala Pro Glu Leu 
180 185 190 



Phe Glu Asn Lys Pro Tyr Thr Ala Thr Val Asp Tyr Trp Ser Phe Gly 
195 200 205 



Thr Met Val Phe Glu Cys He Ala Gly Tyr Arg Pro Phe Leu His His 
210 215 220 



Leu Gin Pro Phe Thr Trp His Glu Lys He Lys Lys Lys Asp Pro Lys 
225 230 235 240 



Cys He Phe Ala Cys Glu Glu Met Ser Gly Glu Val Arg Phe Ser Ser 
245 250 255 



His Leu Pro Gin Pro Asn Ser Leu Cys Ser Leu He Val Glu Pro Met 
260 265 270 



Glu Asn Trp Leu Gin Leu Met Leu Asn Trp Asp Pro Gin Gin Arg Gly 
275 280 285 



Gly Pro Val Asp Leu Thr Leu Lys Gin Pro Arg Cys Phe Val Leu Met 
290 295 300 



Asp His He Leu Asn Leu Lys He Val His He Leu Asn Met Thr Ser 
305 310 315 320 



Ala Lys He He Ser Phe Leu Leu Pro Pro Asp Glu Ser Leu His Ser 
325 330 335 



Leu Gin Ser Arg He Glu Arg Glu Thr Gly He Asn Thr Gly Ser Gin 
340 345 350 



Glu Leu Leu Ser Glu Thr Gly He Ser Leu Asp Pro Arg Lys Pro Ala 
355 360 365 



Ser Gin Cys Val Leu Asp Gly Val Arg Gly Cys Asp Ser Tyr Met Val 
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370 



375 



380 



Tyr Leu Phe Asp Lys Ser Lys Thr Val Tyr Glu Gly Pro Phe Ala Ser 
385 390 395 400 



Arg Ser Leu Ser Asp Cys Val Asn Tyr lie Val Gin Asp Ser Lys lie 
405 410 415 



Gin Leu Pro lie lie Gin Leu Arg Lys Val Trp Ala Glu Ala Val His 
420 425 430 



Tyr Val Ser Gly Leu Lys Glu Asp Tyr Ser Arg Leu Phe Gin Gly Gin 
435 440 445 



Arg Ala Ala Met Leu Ser Leu Leu Arg Tyr Asn Ala Asn Leu Thr Lys 
450 455 460 



Met Lys Asn Thr Leu lie Ser Ala Ser Gin Gin Leu Lys Ala Lys Leu 
465 470 475 480 



Glu Phe Phe His Lys Ser lie Gin Leu Asp Leu Glu Arg Tyr Ser Glu 
485 490 495 



Gin Met Thr Tyr Gly lie Ser Ser Glu Lys Met Leu Lys Ala Trp Lys 
500 505 510 



Glu Met Glu Glu Lys Ala He His Tyr Ala Glu Val Gly Val He Gly 
515 520 525 



Tyr Leu Glu Asp Gin He Met Ser Leu His Ala Glu He Met Glu Leu 
530 535 540 



Gin Lys Ser Pro Tyr Gly Arg Arg Gin Gly Asp Leu Met Glu Ser Leu 
545 550 555 560 



Glu Gin Arg Ala He Asp Leu Tyr Lys Gin Leu Lys His Arg Pro Ser 
565 570 . 575 



Asp His Ser Tyr Ser Asp Ser Thr Glu Met Val Lys He He Val His 
580 585 590 



Thr Val Gin Ser Gin Asp Arg Val Leu Lys Glu Leu Phe Gly His Leu 
595 600 605 
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Ser Lys Leu Leu Gly Cys Lys Gin Lys lie lie Asp Leu Leu Pro Lys 
610 615 620 



Val Glu Val Ala Leu Ser Asn lie Lys Glu Ala Asp Asn Thr Val Met 
625 630 635 640 



Phe Met Gin Gly Lys Arg Gin Lys Glu lie Trp His Leu Leu Lys lie 
645 650 655 



Ala Cys Thr Gin Ser Ser Ala Arg Ser Leu Val Gly Ser Ser Leu Glu 
660 665 670 



Gly Ala Val Thr Pro Gin Thr Ser Ala Trp Leu Pro Pro Thr Ser Ala 
675 680 685 



Glu His Asp His Ser Leu Ser Cys Val Val Thr Pro Gin Asp Gly Glu 
690 695 700 



Thr Ser Ala Gin Met lie Glu Glu Asn Leu Asn Cys Leu Gly His Leu 
705 710 715 720 



Ser Thr lie lie His Glu Ala Asn Glu Glu Gin Gly Asn Ser Met Met 
725 730 735 



Asn Leu Asp Trp Ser Trp Leu Thr Glu 
740 745 



<210> 26 

<211> 1173 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Glu Glu Leu Ser Ala Asp Glu lie Arg Arg Arg Arg Leu Ala Arg 
15 10 15 



Leu Ala Gly Gly Gin Thr Ser Gin Pro Thr Thr Pro Leu Thr Ser Pro 
20 25 30 



Gin Arg Glu Asn Pro Pro Gly Pro Pro lie Ala Ala Ser Ala Pro Gly 
35 40 45 



Pro Ser Gin Ser Leu Gly Leu Asn Val His Asn Met Thr Pro Ala Thr 
50 55 60 
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Ser Pro lie Gly Ala Ser Gly Val Ala His Arg Ser Gin Ser Ser Glu 
65 70 75 80 



Gly Val Ser Ser Leu Ser Ser Ser Pro Ser Asn Ser Leu Glu Thr Gin 
85 90 95 



Ser Gin Ser Leu Ser Arg Ser Gin Ser Met Asp lie Asp Gly Val Ser 
100 105 110 



Cys Glu Lys Ser Met Ser Gin Val Asp Val Asp Ser Gly lie Glu Asn 
115 120 125 



Met Glu Val Asp Glu Asn Asp Arg Arg Glu Lys Arg Ser Leu Ser Asp 
130 135 140 



Lys Glu Pro Ser Ser Gly Pro Glu Val Ser Glu Glu Gin Ala Leu Gin 
145 150 155 160 



Leu Val Cys Lys lie Phe Arg Val Ser Trp Lys Asp Arg Asp Arg Asp 
165 170 175 



Val lie Phe Leu Ser Ser Leu Ser Ala Gin Phe Lys Gin Asn Pro Lys 
180 185 190 



Glu Val Phe Ser Asp Phe Lys Asp Leu lie Gly Gin lie Leu Met Glu 
195 200 205 



Val Leu Met Met Ser Thr Gin Thr Arg Asp Glu Asn Pro Phe Ala Ser 
210 215 220 



Leu Thr Ala Thr Ser Gin Pro lie Ala Ala Ala Ala Arg Ser Pro Asp 
225 230 235 240 



Arg Asn Leu Leu Leu Asn Thr Gly Ser Asn Pro Gly Thr Ser Pro Met 
245 250 255 



Phe Cys Ser Val Ala Ser Phe Gly Ala Ser Ser Leu Ser Ser Leu Gly 
260 265 270 



Ala Ser Gly Gly Ala Ser Asn Trp Asp Ser Tyr Ser Asp His Phe Thr 
275 280 285 



lie Glu Thr Cys Lys Glu Thr Asp Met Leu Asn Tyr Leu lie Glu Cys 
290 295 300 
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Phe Asp Arg Val Gly lie Glu Glu Lys Lys Ala Pro Lys Met Cys Ser 
305 310 315 320 



Gin Pro Ala Val Ser Gin Leu Leu Ser Asn lie Arg Ser Gin Cys lie 
325 330 335 



Ser His Thr Ala Leu Val Leu Gin Gly Ser Leu Thr Gin Pro Arg Ser 
340 345 350 



Leu Gin Gin Pro Ser Phe Leu Val Pro Tyr Met Leu Cys Arg Asn Leu 
355 360 365 



Pro Tyr Gly Phe lie Gin Glu Leu Val Arg Thr Thr His Gin Asp Glu 
370 375 380 



Glu Val Phe Lys Gin lie Phe lie Pro lie Leu Gin Gly Leu Ala Leu 
385 390 395 400 



Ala Ala Lys Glu Cys Ser Leu Asp Ser Asp Tyr Phe Lys Tyr Pro Leu 
405 410 415 



Met Ala Leu Gly Glu Leu Cys Glu Thr Lys Phe Gly Lys Thr His Pro 
420 425 430 



Val Cys Asn Leu Val Ala Ser Leu Arg Leu Trp Leu Pro Lys Ser Leu 
435 440 445 



Ser Pro Gly Cys Gly Arg Glu Leu Gin Arg Leu Ser Tyr Leu Gly Ala 
450 455 460 



Phe Phe Ser Phe Ser Val Phe Ala Glu Asp Asp Val Lys Val Val Glu 
465 470 475 480 



Lys Tyr Phe Ser Gly Pro Ala lie Thr Leu Glu Asn Thr Arg Val Val 
485 490 495 



Ser Gin Ser Leu Gin His Tyr Leu Glu Leu Gly Arg Gin Glu Leu Phe 
500 505 510 



Lys lie Leu His Ser lie Leu Leu Asn Gly Glu Thr Arg Glu Ala Ala 
515 520 525 



Leu Ser Tyr Met Ala Ala Val Val Asn Ala Asn Met Lys Lys Ala Gin 
530 535 540 
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Met Gin Thr Asp Asp Arg Leu Val Ser Thr Asp Gly Phe Met Leu Asn 
545 550 555 560 



Phe Leu Trp Val Leu Gin Gin Leu Ser Thr Lys lie Lys Leu Glu Thr 
565 570 575 



Val Asp Pro Thr Tyr lie Phe His Pro Arg Cys Arg lie Thr Leu Pro 
580 585 590 



Asn Asp Glu Thr Arg Val Asn Ala Thr Met Glu Asp Val Asn Asp Trp 
595 600 605 



Leu Thr Glu Leu Tyr Gly Asp Gin Pro Pro Phe Ser Glu Pro Lys Phe 
610 615 620 



Pro Thr Glu Cys Phe Phe Leu Thr Leu His Ala His His Leu Ser lie 
625 630 635 640 



Leu Pro Ser Cys Arg Arg Tyr lie Arg Arg Leu Arg Ala lie Arg Glu 
645 650 655 



Leu Asn Arg Thr Val Glu Asp Leu Lys Asn Asn Glu Ser Gin Trp Lys 
660 665 670 



Asp Ser Pro Leu Ala Thr Arg His Arg Glu Met Leu Lys Arg Cys Lys 
675 680 685 



Thr Gin Leu Lys Lys Leu Val Arg Cys Lys Ala Cys Ala Asp Ala Gly 
690 695 700 



Leu Leu Asp Glu Ser Phe Leu Arg Arg Cys Leu Asn Phe Tyr Gly Leu 
705 710 715 720 



Leu lie Gin Leu Leu Leu Arg lie Leu Asp Pro Ala Tyr Pro Asp lie 
725 730 735 



Thr Leu Pro Leu Asn Ser Asp Val Pro Lys Val Phe Ala Ala Leu Pro 
740 745 750 



Glu Phe Tyr Val Glu Asp Val Ala Glu Phe Leu Phe Phe He Val Gin 
755 760 765 



Tyr Ser Pro Gin Ala Leu Tyr Glu Pro Cys Thr Gin Asp He Val Met 
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770 775 780 



Phe Leu Val Val Met Leu Cys Asn Gin Asn Tyr lie Arg Asn Pro Tyr 
785 790 795 800 



Leu Val Ala Lys Leu Val Glu Val Met Phe Met Thr Asn Pro Ala Val 
805 810 815 



Gin Pro Arg Thr Gin Lys Phe Phe Glu Met lie Glu Asn His Pro Leu 
820 825 830 



Ser Thr Lys Leu Leu Val Pro Ser Leu Met Lys Phe Tyr Thr Asp Val 
835 840 845 



Glu His Thr Gly Ala Thr Ser Glu Phe Tyr Asp Lys Phe Thr lie Arg 
850 855 860 



Tyr His lie Ser Thr lie Phe Lys Ser Leu Trp Gin Asn lie Ala His 
865 870 875 880 



His Gly Thr Phe Met Glu Glu Phe Asn Ser Gly Lys Gin Phe Val Arg 
885 890 895 



Tyr lie Asn Met Leu lie Asn Asp Thr Thr Phe Leu Leu Asp Glu Ser 
900 905 910 



Leu Glu Ser Leu Lys Arg lie His Glu Val Gin Glu Glu Met Lys Asn 
915 920 925 



Lys Glu Gin Trp Asp Gin Leu Pro Arg Asp Gin Gin Gin Ala Arg Gin 
930 935 940 



Ser Gin Leu Ala Gin Asp Glu Arg Val Ser Arg Ser Tyr Leu Ala Leu 
945 950 955 960 



Ala Thr Glu Thr Val Asp Met Phe His He Leu Thr Lys Gin Val Gin 
965 970 975 



Lys Pro Phe Leu Arg Pro Glu Leu Gly Pro Arg Leu Ala Ala Met Leu 
980 985 990 



Asn Phe Asn Leu Gin Gin Leu Cys Gly Pro Lys Cys Arg Asp Leu Lys 
995 1000 1005 
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Val Glu Asn Pro Glu Lys Tyr Gly Phe Glu Pro Lys Lys Leu Leu 
1010 1015 1020 



Asp Gin Leu Thr Asp lie Tyr Leu Gin Leu Asp Cys Ala Arg Phe 
1025 1030 1035 



Ala Lys Ala lie Ala Asp Asp Gin Arg Ser Tyr Ser Lys Glu Leu 
1040 1045 1050 



Phe Glu Glu Val lie Ser Lys Met Arg Lys Ala Gly lie Lys Ser 
1055 1060 1065 



Thr lie Ala lie Glu Lys Phe Lys Leu Leu Ala Glu Lys Val Glu 
1070 1075 1080 



Glu lie Val Ala Lys Asn Ala Arg Ala Glu lie Asp Tyr Ser Asp 
1085 1090 1095 



Ala Pro Asp Glu Phe Arg Asp Pro Leu Met Asp Thr Leu Met Thr 
1100 1105 1110 



Asp Pro Val Arg Leu Pro Ser Gly Thr lie Met Asp Arg Ser lie 
1115 1120 1125 



lie Leu Arg His Leu Leu Asn Ser Pro Thr Asp Pro Phe Asn Arg 
1130 1135 1140 



Gin Thr Leu Thr Glu Ser Met Leu Glu Pro Val Pro Glu Leu Lys 
1145 1150 1155 



Glu Gin lie Gin Ala Trp Met Arg Glu Lys Gin Asn Ser Asp His 
1160 1165 1170 
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